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A MRNDMEN Tg TO TFTF. CLAIMS 

1.-19. (Canceled) 

20. (Currently Amended) A^*»* *n isolate coryneform bacterium glutam ic acid 
synthesizing gene eneodir^nzate selected from the group consisting of glutamate 
dehydrogenase, citrate synthase, isocitrat. dehydrogenase, pyruvate dehydrogenase, and 
aconitase, comprising a the DNA sequence situated at about position -35 i**r*er*e« 
8e ^ eMe ^...^^^e of the glutamic acid synthesizing gene, wherein said 
DNA sequence is selected from the group consisting of eGSK^TTGTCA, TTGACA, and 
TTGCCA. 

21. (Currently Amended) The isolated corynefornibacterium glutamic acid 
synthesizing gene of Claim 20, whieh^ ^nj^m^n^ glutamate dehydrogenase. 

22. (Currently Amended) The isolated coryneforrn^tgrium glutamic acid 
synthesizing gene of Claim 20, whieh-is whj^^inj^^ <* rate 

23. (Currently Amended) The isoiatgd^oryiL eform hacterium glutamic acid 
synthesizing gene of Claim 20, whieh^ wherd^^ isocitrate dehydrogenase. 

24. (Currently Amended) The isolatedcor yneform bacteriu m glutamic acid 
synthesizing gene of Claim 20, whieh^ ^nm^^o^ dehydrogenase. 

25. (Currently Amended) The ijom^gm^mbm^m, glutamic acid 
synthesizing gene of Claim 20, wfekto ^h^nsM^ns^nco^s aconitase. 

26. (Currently Amended) The isolatedco ryneform bacter ium glutamic acid 

synthesizing gene of Claim 20, whereinj*^^ 
^^^^ 

prises TATAAT e^A^AT situated at about position -10 in^h^emeter^^ 
fmm the transcripti on start site. 
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27. (Canceled) 

28. (Currently Amended) The isoiM^coryj^ glutamic acid 
synthesizing gene of Claim 20, wherein said DNA sequence is TTGTCA. 

29. (Currently Amended) The m^com^m^ g^ ic acid 
synthesizing gene of Claim 20, wherein said DNA sequence is TTGACA. 

30. (Currently Amended) The isola^c^^ glutamic acid 
synthesizing gene of Claim 20, wherein said DNA sequence is TTGCCA. 

31. (Currently Amended) The isoiatejlj^^ glutamic acid 
synthesizing gene of Claim 20, wMeh4s whe^ai^^ citrate synthase and 
wherein said DNA sequence is TTGACA. 

32. (Currently Amended) The isolated^yj^^ gl» tamic acid 
synthesizing gene of Cairn 31, *«*»«*^^ 

^s^s TATAAT orTATAAC situated a, to! position -10 «•«— 

fr^m the transcription start site. 

33. (Currently Amended) The jghfrt roryneform bacterium glutamic acid 
synthesizing gene of Claim 20, whieHs ^^m^^ isolate dehydrogenase 
and wherein said DNA sequence is TTGCCA or TTGACA. 

34. (Currently Amended) The ism^osm^mismimL 8>-"™ ic add 
synthesizing gene of Claim 33, wteein^JA^^ 

^ TATAAT situated a, ahout position -10 in^he^r^eter^quenee ftomthe 
trfl ncrHption start site. 
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35. (Currently Amended) The Elated cnrvnefomi bacterium glutamic acid 
synthesizing gene of Claim 20, whieh4s wherein said gene encodes pyruvate dehydrogenase 
and wherein said DNA sequence is TTGCC A. 

36. (Currently Amended) The isolated corvneform bacterium glutamic acid 
synthesizing gene of Claim 35, wherein said DNA s eq uence, situated at about position -35 
wn th P . transcript^ ^ of the glutamic arid synthesizing gene further eemprismg 
comprises T AT AAT «it., a t»ri at about p osition -1 0 from th e transcri ption start site . 

37. (Currently Amended) A corynoform An isolated coryneform bacterium 
comprising the glutamic acid synthesizing gene of Claim 20. 

38. (New) A method for producing L-glutamic acid which comprises culturing a 
microorganism expressing an enzyme encoded by the isolated coryneform bacterium 
glutamic acid synthesizing gene of Claim 20 in a medium for a time and under conditions 
suitable to produce and accumulate said L-glutamic acid in the medium, and collecting said 

L-glutamic acid from the medium. 

39. (New) An isolated coryneform bacterium glutamic acid synthesizing gene 
encoding an enzyme selected from the group consisting of glutamate dehydrogenase, citrate 
synthase, isocitrate dehydrogenase, pyruvate dehydrogenase, and aconitase, comprising the 
DNA sequence situated at about position -10 from the transcription start site of the glutamic 
acid synthesizing gene, wherein said DNA sequence is selected from the group consisting of 

TATAAC and TATAAT. 

40. (New) The isolated coryneform bacterium glutamic acid synthesizing gene of 
Claim 39, wherein said gene encodes glutamate dehydrogenase. 

41. (New) The isolated coryneform bacterium glutamic acid synthesizing gene of 
Claim 39, wherein said gene encodes citrate synthase. 
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42. (New) The isolated coryneform bacterium glutamic acid synthesizing gene of 
Claim 39, wherein said gene encodes isocitrate dehydrogenase. 

43. (New) The isolated coryneform bacterium glutamic acid synthesizing gene of 
Claim 39, wherein said gene encodes pyruvate dehydrogenase. 

44. (New) The isolated coryneform bacterium glutamic acid synthesizing gene of 
Claim 39, wherein said gene encodes aconitase. 

45. (New) An isolated coryneform bacterium comprising the glutamic acid 
synthesizing gene of Claim 39. 

46. (New) A method for producing an L-glutamic acid which comprises culturing a 
microorganism expressing an enzyme encoded by the isolated coryneform bacterium 
glutamic acid synthesizing gene of Claim 39 in a medium for a time and under conditions 
suitable to produce and accumulate said L-glutamic acid in the medium, and collecting said 
L-glutamic acid from the medium. 
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STTPPORT FQR THE AMENDMENTS 
Claims 1-19 were previously canceled. 
Claims 20-26 and 28-37 have been amended. 
Claims 38-46 have been added. 

The amendment of Claims 20-26 and 28-37 is supported by the corresponding claims 
as previously pending and the specification at pages 3-59. New Claims 39-45 are supported 
by the previously pending claims and the specification at, for example, page 9, lines 10-24, 
page 10, lines 5-7 and lines 17-12, and Table 17, page 20). New Claims 38 and 46 are 
supported by original Claims 1-1 1 and the specification as filed, for example at page 3, lines 
7-10, page 4, line 23 to page 5, line 3, page 10, line 25 to page 12, line 8, and the Examples. 
No new matter has been entered by the present amendment. 
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